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Preliminary studies on the intracellular inhibiting activity of HDV ribozymes against

HCV RNA
GUO Huan-zhen, Mao Qing, LI Qi-fen, WANG Yu-ming, GU Chang-hai, YU Le-cheng (Institute of Infectious Diseases Southwest
Hospital Third Military Medical University, Chongqing 400038 China)

Abstract. Objective To discuss the possibility of hepatitis delta virus (HDV ) ribozymes inhibiting HCV RNA
in cells. Methods Three recombined expression vectors were transfected to engineered cell HepG 2. 9706 using lipo-
some-mediated method. The inhibitory effects of HDV were evaluated by HCV RNA quantitation in cultured cells and
supernatants. Resuts (O The mammalian expression vectors contained ribozymes ¢DNA of ReC1, RzC2, and
RAC3. @ The inhibitory effects of pC1-RzC1, pC1-RAC2, and pC1-RaC3 were 6. 2%, 38.7% and 4.2%, re-
spectively, in the HepG2.9706. Conclusion (D Three eukaryotic expression vectors are constructed. @ The in-
hibitory activity of pC1-R£C1 (107—113 nt) and pC1-RzC2 (268— 274 nt) is more efficient than that of pC1-RC3
(345— 351 nt) in HepG2. 9706 cells.
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